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DETAILED ACTION

Election/Restrictions

Restriction to one of the following inventions is required under 35 U.S.C. 121:

L

IL

IIL.

Claims 2-6, 23, 25-27 and 29-30, drawn to a soybean seed of claim 1 comprising
a recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the
endogenous expression of at least two genes that are FAD2 and FAD3 genes, and
a second set of DNA sequences that is capable, when expressed in a host cell, of
increasing the endogenous expression of at least one gene that is a beta-ketoacyl-
ACP synthase I gene, and a transformed soybean plant bearing seed, classified in
class 800, subclass 312.

Claims 2-6, 23, 25-27 and 29-30, drawn to a soybean seed of claim 1 comprising
a recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing fhe
endogenous expression of at least two genes that are FAD2 and FAD3 genes, and
a second set of DNA sequences that is capable, when expressed in a host cell, of
increasing the endogenous expression of at least one gene that is a beta-ketoacyl-
ACP synthase IV gene, and a transformed soybean plant bearing seed, classified
in class 800, subcléss 312.

Claims 2-6, 23, 25-27 and 29-30, drawn to a soybean seed comprising a
recombinant nucleic acid molecule, said molecule comprising a first set of DNA

sequences that is capable, when expressed in a host cell, of suppressing the
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endogenous expression of at least two genes that are FAD2 and FAD3genes, and
a second set of DNA sequences that is capable, when expressed in a host cell, of
increasing the endogenous expression of at least one gene that is a delta-9
desaturase gene, and a transformed soybean plant bearing seed, classified in class
800, subclass 312.

Claims 2-6, 27 and 29-30, drawn to a-soybean seed comprising a recombinant
nucleic acid molecule, said molecule comprising a first set of DNA sequences that
is capable, when expressed in a host cell, of suppressing the endogenous
expression of at least two genes that are FAD2 and FATB genes, and a second set
of DNA sequences that is capable, when expressed in a host cell, of increasing the
endogenous expression of at least one gene that is a beta-ketoacyl-ACP synthase I
gene, and a transformed soybean plant, classified in class 800, subclass 312.
Claims 2-6, 27 and 29-30, drawn to a soybean seed comprising a recombinant
nucleic acid molecule, said molecule comprising a first set of DNA sequences that
1s capable, when expressed in a host cell, of suppressing the endogenous
expression of at least two genes that are FAD2 and FATB genes, and a second set
of DNA sequences that is capable, when expressed in a host cell, of increasing the
endogenous expression of at least one gene that is a beta-ketoacyl-ACP synthase
IV gene, and a transformed soybean plant, classified in class 800, subclass 312.
Claims 2-6, 27 and 29-30, drawn to a soybean seed comprising a recombinant
nucleic acid molecule, said molecule comprising a first set of DNA sequences that

is capable, when expressed in a host cell, of suppressing the endogenous
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expression of at least two genes that are FAD2 and FATB genes, and a second set
of DNA sequences that is capable, when expressed in a host cell, of increasing the
endogenous expression of at least one gene that is a delta-9 desaturase gene, and a
transformed éoybean plant, classified in class 800, subclass 312.

Claims 2-6, 27 and 29-30, drawn to a soybean seed comprising a recombinant
nucleic acid molecule, said molec;lle comprising a first set of DNA sequences that
is capable, when expressed in a host cell, of suppressing the endogenous
expression of at least two genes that are FATB and FAD3 genes, and a second set
of DNA seqﬁences that is capable, when expressed in a host cell, of increasing tﬁe
endogenous expression of at least one gene that is a beta-ketoacyl-ACP synthase I
gene, and a transformed soybean plant, classified in class 800, subclass 312.
Claims 2-6, 27 and 29-30, drawn to a soybean seed comprising a recombinant
nucleic acid molecule, said molecule comprising a first set of DNA sequences that
is capable, when expressed in a host cell, of suppressing the endogenous
expression of at least two genes that are FATB and FAD3 genes, and a secoﬁd set
of DNA sequences that is capable, when expressed in a host cell, of increasing the
endogenous expression of at least one gene that is a beta-ketoacyl-ACP synthase
IV gene, and a transformed soybean plant, classified in class 800, subclass 312.
Claims 2-6, 27 and 29-30, drawn to a soybean seed comprising a recombinant
nucleic acid molecule, said molecule comprising a first set of DNA sequences that
is capable, when expressed in a host cell, of suppressing the endogenous

expression of at least two genes that are FATB and FAD3 genes, and a second set
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of DNA sequences that is capable, when expressed in a host cell, of increasing the
endogenous expression of at least one gene that is a delta-9 desaturase gene, and a
transformed soybean plant, classified in class 800, subclass 312.

X-XVIIL Claim 7, drawn to oil derived from the soybean seed of claim 2, classified
in class 426, subclass 601. Groups X-XVIII are directed to oil derived from the
soybean seed of claim 2 as defined in Groups I-IX respectively.

XIX-XXVII. Claim 8, drawn to meal derived from the soybean seed of claim 2, _
classified in class 426, subclass 550. Groups XIX-XXVII are directed to meal
derived from the soybean seed of claim 2 as defined in Groups I-IX respectively.

XXVIIIL Claim 9, drawn to a container of soybean seeds, wherein at least 25% of
the seeds exhibit an oil composition comprising 55 to 80% by weight oleic acid,
10 to 40% by weight linoleic acid, 6% or less by weight linolenic acid, and 2 to
8% by weight saturated fatty acids, classified in class 800, subclass 312.

XXIX. Claim 11, drawn to a soybean seed of claim 10 exhibiting an oil
composition that further comprises 10 to 29% by weight linoleic acid, 4.5% or
less by weight linolenic acid, and 3 to 6% by weight saturated fatty acids,
classified in class 800, subclass 312.

XXX. Claim 12, drawn to a soybean seed of claim 10 exhibiting an oil composition that
further comprises 10 to 29% by weight linoleic acid, 3.0% or less by weight
linolenic acid, and 2 to 3.6% by weight safurated fatty acids, classified in class

800, subclass 312.
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XXXI. Claims 13-17, drawn to a crude soybean oil exhibiting an oil composition
comprising 55 to 80% by weight oleic acid, 10 to 40% by weight linoleic acid,
6% or less by weight linolenic acid, and 2 to 8% by weight saturated fatty acids,
classified in class 426, subclass 601. -

XXXIIL Claim 18, drawn to a crude soybean oil exhibiting an oil composition
comprising 65 to 80% by weight oleic acid, 10 to 40% by weight linoleic acid,
6% or less by weight linolenic acid, and 2 to 8% by weight saturated fatty acids,
classified in class 426, subclass 601. -

XXXIIL Claims 19-21, drawn to a crude soybean oil exhibiting an o0il composition
comprising 69 to 73% by weight oleic acid, 21 to 24% by weight linoleic acid, 0.5
to 3% by weight linolenic acid, and 2 to 3% by weight saturated fatty acids,
classified in class 426, subclass 601.

XXXIV-XLIL Claim 24, drawn to feedstock derived from the transformed plant of claim
23, classified in class 426, subclass 630. Groups XXXIV-42 are directed to
feedstock derived from the transformed plant of claim 23 as defined in Groups I-
IX respectively.

XLIII. Claims 27-28 and 30, drawn to a transformed temperate oilseed plant comprising
a recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the
endogenous expression of at least twd genes that are FAD2 and FAD3 genes, and

a second set of DNA sequences that is capable, when expressed in a host cell, of
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XLIV.

XLV.

XLVIL

increasing the endogenous expression of at least one gene that is a beta-ketoacyl-
ACP synthase I gene, classified in class 800, subclass 306, for example.

Claims 27-28 and 30, drawn to a transformed temperate oilseed plant comprising
a recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the |
endogenous expression of at least two genes that are FAD2 and FAD3 genes, and
a second set of DNA sequences that is capable, when expressed in a host cell, of
increasing the endogenous expression of at least one gene that is a beta-ketoacyl-
ACP synthase IV gene, classified in class 800, subclass 306, for example.

Claims 27-28 and 30, drawn to a transformed temperate oilseed plant comprising
a recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the
endogenous expression of at least two genes that are FAD2 and FAD3genes, and
a second set of DNA sequences that is capable, when expressed in a host cell, of
increasing the endogenous expression of at least one gene that is a delta-9
desaturase gene, classified in class 800, subclass 306, for example.

Claims 27-28 and 30, drawn to a transformed tempefate oilseed plant comprising
a recombinant nucleic acid molecule,‘said molecule comprising a first set of DNA
sequences that is capable, when expresséd in a host cell, of suppressing the
endogenous expression of at least two genes that are FAD2 and FATB genes, and

a second set of DNA sequences that is capable, when expressed in a host cell, of
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increasing the endogenous expression of at least one gene that is a beta-ketoacyl-
ACP synthase I gene, classified in class 800, subclass 306, for example.

Claims 27-28 and 30, drawn to a transformed temperate oilseed plant comprising
a recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the
endogenous expression of at least two genes that are FAD2 and FATB genes, and
a second set of DNA sequences that is capable, when expressed in a host cell, of
increasing the endogenous expression of at least one gene that is a beta-ketoacyl-

ACP synthase IV gene, claésiﬁed in class 800, subclass 306, for example.

XLVIIL Claims 27-28 and 30, drawn to a transformed temperate oilseed plant

XLIX.

comprising a recombinant nucleic acid molecule, said molecule comprising a first
set of DNA sequences that is capable, when expressed in a host cell, of
suppressing the endogenous expression of at least two genes that are FAD2 and
FATB genes, and a second set of DNA sequences that is capable, when expressed
in a host cell, of increasing the endogenous expression of at least one gene that is
a delta-9 desaturase gene, classified in class 800, subclass 306, for example.
Claims 27-28 and 30, drawn to a transformed temperate oilseed plant comprising
a recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the
endogenous expression of at least twé genes that are FATB and FAD3 genes, and

a second set of DNA sequences that is capable, when expressed in a host cell, of
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increasing the endogenous expression of at least one gene that is a beta-ketoacyl-
ACP synthase I gene, classified in class 800, subclass 306, for example.

Claims 27-28 and 30, drawn to a transformed temperate oilseed plant comprising
a recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the
endogenous expression of at least two genes that are FATB and FAD3 genes, and
a second set of DNA sequences that is capable, when expressed in a host cell, of
increasing the endogenous expression of at least one gene that is a beta-ketoacyl-
ACP synthase IV gene, classified in class 800, subclass 306, for example.

Claims 27-28 and 30, drawn to a transformed temperate oilseed plant comprising
a recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the
endogenous expression of at least two genes that are FATB and FAD3 genes, and
a second set of DNA sequences that is capable, when expressed in a host cell, of
increasing the endogenous expression of at least one gene that is a delta-9
desaturase gene, classified in class 800, subclass 306, for example.

Claims 31-38, drawn to a method of transforming a plant cell with a recombinant
nucleic acid molecule, said molecule comprising a first set of DNA sequences that
is capable, when expressed in a host cell, of suppressing the endogenous
expression of at least two genes that are FAD2 and FAD3 genes, and a second set

of DNA sequences that is capable, when expressed in a host cell, of increasing the
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LIV.

LV.

endogenous expression of at least one gene that is a beta-ketoacyl-ACP synthase I
gene, classified in class 800, subclass 281.

Claims 31-38, drawh to a method of transforming a plant cell with a recombinant
nucleic acid molecule, said molecule comprising a first set of DNA sequences that
is capable, when expressed in a host cell, of suppressing the endogenous
expression of at least two genes that are FAD2 and FAD3 genes, and a second set
of DNA sequences that is capable, when expressed in a host cell, of increasing the
endogenous expression of at least one gene that is a beta-ketoacyl-ACP synthase
IV gene, classified in class 800, subclass 281.

Claims 31-38, drawn to a method of transforming a plant cell with a recombinant
nucleic acid molecule, said molecule comprising a first set of DNA sequences that
is capable, when expressed in a host cell, of suppressing the endogenous
expression of at least two genes that are FAD2 and FAD?3 genes, and a second set
of DNA sequences that is capable, when expressed in a host cell, of increasing the
endogenous expression of at least one gene that is a delta-9 desaturase gene,
classified in class 800, subclass 281. ‘

Claims 31 and 33-38, drawn to a method of transforming a plant cell with a
recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the
endogenous expression of at least two genes that are FAD2 and FATB genes, and

a second set of DNA sequences that is capable, when expressed in a host cell, of
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LVL

LVIIL

LVIIL

increasing the endogenous expression of at least one gene that is a beta-ketoacyl-
ACP synthase I gene, classified in class 800, subclass 281.

Claims 31 and 33-38, drawn to a method of transforming a plant cell with a
recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the
endogenous expression of at least two genes that are FAD2 and FATB genes, and
a second set of DNA sequences that is capable, when expressed in a host cell, of
increasing the endogenous expression of at least one gene that is a beta-ketoacyl-
ACP synthase IV gene, classified in class 800, subclass 281.

Claims 31 and 33-38, drawn to a method of transforming a plant cell with a
recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the
endogenous expvression of at least two genes that are FAD2 and FATB genes, and
a second set of DNA sequences that is capable, when expressed in a host cell, of
increasing the endogenous expression of at least one gene that is a delta-9
desaturase gene, classified in class 800, subclass 281.

Claimé 31 and 33-38, drawn to a method of transforming a plant cell with a
recombinant nucleic acid molecule, séid molécule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the
endogenous expression of at least two genes that are FATB and FAD3 genes, and

a second set of DNA sequences that is capable, when expressed in a host cell, of
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LVIX.

LX.

LXI.

increasing the endogenous expression of at least one gene that is a beta-ketoacyl-
ACP synthase I gene, classified in class 800, subclass 281.

Claims 31 and 33-38, drawn to a method of transforming a plant cell with a
recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the
endogenous expression of at least two genes that are FATB and FAD3 genes, and
a second set of DNA sequences that is capable, when expressed in a host cell, of
increasing the endogenous expression of at least one gene that is a beta-ketoacyl-
ACP synthase IV gene, élassiﬁed in class 800, subclass 281.

Claims 31 and 33-38, drawn to a method of transforming a plant cell with a
recombinant nucleic acid molecule, said molecule comprising a first set of DNA
sequences that is capable, when expressed in a host cell, of suppressing the
endogenous expression of at least two genes that are FATB and FAD3 genes, and
a second set of DNA sequences that is capable, when expressed in a host cell, of
increasing the endogenous expression of at least one gene that is a delta-9
desaturase gene, classified in class 800, subclass 281.

Claims 39, 53-54 and 57-58, drawn to a recombinant nucleic acid molecule, said
molecule comprising a first set of DNA sequences that is capable, when expressed
in a host cell, of suppressing the endogenous expression of at least two genes that
are FAD2 and FATB genes, and a seéond set of DNA sequences that is capable,

when expressed in a host cell, of increasing the endogenous expression of at least
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LXII.

LXIII.

LXIV.

one gene that is a beta-ketoacyl-ACP synthase I gene, classified in class 435,
subclass 320.1.

Claims 39, 53-54 and 57-58, drawn to a recombinant nucleic acid molecule, said
molecule comprising a first set of DNA sequences that is capable, when expressed
in a host cell, of suppressing the endogenous expression of at least two genes that
are FAD2 and FATB genes, and a second set of DNA sequences that is capable,
when expressed in a host cell, of increasing the endogenous expression of at least
one gene that is a beta-ketoacyl-ACP synthase IV gene, classified in class 435,
subclass 320.1.

Claims 39, 53-54 and 57-58, drawn to a recombinant nucleic acid molecule, said
molecule comprising a first set of DNA sequences that is capable, when expressed
in a host cell, of suppressing the endogenous expression of at least two genes that
are FAD2 and FATB genes, and a second set of DNA sequences that is capable,
when expressed in a host cell, of increasing the endogenous expression of at least
one gene that is a delta-9 desaturase gene, classified in class 435, subclass 320.1.
Claims 39, 53-54 and 57-58, drawn to a recombinant nucleic acid molecule, said
molecule comprising a first set of DNA sequences that is capable, when expressed
in a host cell, of suppressing the enddgenous expression of at least two genes that
are FAD3 and FATB genes, and a second set of DNA sequences that is capable,
when expressed in a host cell, of increasing the endogenous expression of at least
one gene that is a beta-ketoacyl-ACP synthase I gene, classified in class 435,

subclass 320.1.
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LXVL

Claims 39, 53-54 and 57-58, drawn to a recombinant nucleic acid molecule, said
molecule comprising a first set of DNA sequences that is capable, when expressed
in a host cell, of suppressing the endogenous expression of at least two genes that
are FAD3 and FATB genes, and a second set of DNA sequences that is capable,
when expressed in a host cell, of increasing the endogenous expression of at least
one gene that is a beta-ketoacyl-ACP synthase IV gene, classified in class 435,
subclass 320.1.

Claims 39, 53-54 and 57-58, drawn to a recombinant nucleic acid molecule, said
molecule comprising a first set of DNA sequences that is capable, when expressed
in a host cell, of suppressing the endogenous expression of at least two genes that
are FAD3 and FATB genes, and a second set of DNA sequences that is capable,
when expressed in a host cell, of incréasing the endogenous expression of at least

one gene that is a delta-9 desaturase gene, classified in class 435, subclass 320.1.

LXVIL Claims 40-42, 53-54 and 57-58, drawn to a recombinant nucleic acid molecule,

said molecule comprising a first set of DNA sequences that is capable, when
expressed in a host cell, of suppressirig the endogenoué expression of at least two
genes that are FAD2 and FAD3-1A genes, and a second set of DNA sequences
that is capable, when expressed in a host cell, of increasing the endogenoﬁs
expression of at least one gene that is a beta-ketoacyl-ACP synthase I gene,
wherein the first set of DNA sequences is expressed as a sense cosuppression

RNA transcript or transcripts, classified in class 435, subclass 320.1.
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LXVIII. Claims 40-42, 53-54 and 57-58, drawn to a recombinant nucleic acid

LXIX.

LXX.

molecule, said molecule comprising a first set of DNA sequences that is capable,
when expressed in a host cell, of suppressing the endogenous expression of at
least two genes that are FAD2 and FAD3-1A genes, and a second set of DNA
sequences that is capable, when expressed in a host cell, of increasing the
endogenous expression of at least one gene that is a beta-ketoacyl-ACP synthase
IV gene, wherein the first set of DNA sequences is expressed as a sense
cosuppression RNA transcript or transcripts, classified in class 435, subclass
320.1.

Claims 40-42, 53-54 and 57-58, drawn to a recombinant nucleic acid molecule,
said molecule comprising a first set of DNA sequences that is capable, when
expressed in a host cell, of suppressing the endogenous expression of at least two
genes that are FAD2 and FAD3-1A genes, and a second set of DNA sequences
that is capable, when expressed in a host cell, of increasing the endogenous
expression of at least one gene that is a delta-9 desaturase gene, wherein the first
set of DNA sequences is expressed as a sense cosuppression RNA transcript or
transcripts, classified in class 435, subclass 320.1. |
Claims 40, 43-44, 53-54 and 57-58, drawn to a recombinant nucleic acid
molecule, said molecule comprising a first set of DNA sequences that is capable,
when expressed in a host cell, of suppressing the endogenous expression of at
least two genes that are FAD2 and FAD3-1A genes, and a second set of DNA

sequences that is capable, when expressed in a host cell, of increasing the
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LXXIL

endogenous expression of at least one gene that is a beta-ketoacyl-ACP synthase 1
gene, wherein the first set of DNA sequences is expressed as an antisense RNA
transcript or transcripts, classified in class 435, subclass 320.1.

Claims 40, 43-44, 53-54 and 57-58, drawn to a recombinant nucleic acid
molecule, said molecule comprising a first set of DNA sequences that is capable,
when expressed in a host cell, of suppressing the endogenous expression of at
least two genes that are FAD2 and FAD3-1A genes, and a second set of DNA
sequences that is capable, when expressed in a host cell, of increa;ing the
endogenous expression of at least one gene that is a beta-ketoacyl-ACP synthase
IV gene, wherein the first set of DNA sequences is expressed as an antisense

RNA transcript or transcripts, classified in class 435, subclass 320.1.

LXXII.Claims 40, 43-44, 53-54 and 57-58, drawn to a recombinant nucleic acid

molecule, said molecule comprising a first set of DNA sequences that is capable,
when expressed in a host cell, of suppressing the endogenous expression of at
least two genes that are FAD2 and FAD3-1A genes, and a second set of DNA
sequences that is capable, when expréssed in a host cell, of increasing the
endogenous expression of at least one gene that is a delta-9 desaturase gene,
wherein the first set of DNA sequences is expressed as an antisense RNA

transcript or transcripts, classified in class 435, subclass 320.1.

LXXIIL Claims 40, 45, 53-54 and 57-58, drawn to a recombinant nucleic acid

molecule, said molecule comprising a first set of DNA sequences that is capable,

when expressed in a host cell, of suppressing the endogenous expression of at



Application/Control Number: 10/669,888 Page 17
Art Unit: 1638 '

least two genes that are FAD2 and FAD3-1A genes, and a second set of DNA
sequences that is capable, when expressed in a host cell, of inc;easing the
endogenous expression of at least one gene that is a beta-ketoacyl-ACP synthase I
gene, wherein the first set of DNA sequences is expressed as an RNA transcript
capable of forming a single double-stranded RNA molecule, classified in class
435, subclass 320.1.

LXXIV. Claims 40, 45, 53-54 and 57-58, drawn to a recombinant nucleic acid
molecule, said molecule comprising a first set of DNA sequences that is capable,
when expressed in a host cell, of suppressing the endogenous expression of at
least two genes thaf are FAD2 and FAD3-1A genes, and a second set of DNA
sequences that is capable, when expressed in a host cell, of increasing the
endogenous expression of at least one gene that is a beta-ketoacyl-ACP synthase
IV gene, wherein the first set of DNA sequences is expressed as an RNA
transcript capable of forming a singlel double-stranded RNA molecule, classified
in class 435, subclass 320.1.

LXXV. Claims 40, 45, 53-54 and 57-58, drawn to a recombinant nucleic acid
molecule, said molecule comprising a first set of DNA sequences that is capable,
when expressed in a host cell, of suppressing the endogenous expression of at
least two genes that are FAD2 and FAD3-1A genes, and a second set of DNA
sequences that is capable, when expressed in a host cell, of increasing the
endogenous expression of at least one gene that is a delta-9 desaturase gene,

wherein the first set of DNA sequences is expressed as an RNA transcript capable
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of forming a single double-stranded RNA molecule, classified in class 43 5,
subclass 320.1.

LXXVL Claims 46-50, 53-54 and 57-58, dréwn to a recombinant nucleic acid
molecule, said molecule comprising a first set of DNA sequences that is capable,
when expressed in a host cell, of suppressing the endogenous expression of at
least two genes that are FAD2 and FAD3-1A genes, a second set of DNA
sequences that is capable, when expressed in a host cell, of increasing the
endogenous expression of at least one gene that is a beta-ketoacyl-ACP synthase I
gene, and further comprising a third non-coding sequence that is capable, when
expressed in a host cell, of suppressing the endogenous expression of a FAD3-1B
gene, classified in class 435, subclass 320.1.

LXXVIIL Claims 46-50, 53-54 and 57-58, drawn to a recombinant nucleic acid
molecule, said molecule comprising a first set of DNA sequences that is capable,
when expressed in a host cell, of suppressing the endogenous expression of at
least two genes that are FAD2 and FAD3-1A genes, and a second set of DNA
sequences that is capable, when expréssed in a host cell, of increasing the
endogenous expression of at least one gene that is a beta-ketoacyl-ACP synthase
IV gene, and further comprising a third non-coding sequence that is capable,
when expressed in a host cell, of suppréssing the endogenous expression of a
FAD3-1B gene, classified in class 435, subclass 320.1.

LXXVIIL Claims 46-50, 53-54 and 57-58, drawn to a recombinant nucleic acid

molecule, said molecule comprising a first set of DNA sequences that is capable,
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when expressed in a host cell, of suppressing the endogenous expression of at
least two genes that are FAD2 and FAD3-1A genes, and a second set of DNA
sequences that is capable, when expressed in a host cell, of increasing the
endogenous expression of at least one gene that is a delta-9 desaturase gene, and
further comprising a third non-coding sequence that is capable, when expressed in
a host cell, of suppressing the endogenous expression of a FAD3-1B gene,
classified in class 435, subclass 320.1.

LXXIX. Claims 51-54 and 57-58, drawn to a recombinant nucleic acid molecule,
said molecule comprising a first set of DNA sequences that is capable, when
expressed in a host cell, of suppressing the endogenous expression of at least two
genes that are FAD2 and FAD3-1A genes, a second set of DNA sequences that is
capable, when expressed in a host cell, of increasing the endogenous expression
of at least one gene that is a beta-ketoacyl-ACP synthase I gene, and further
comprising a third non-coding sequeﬁce that is capable, when expressed in a host
cell, of suppressing the endogenous expression of a FATB gene, classified in class
435, subclass 320.1.

LXXX. Claims 51-54 and 57-58, drawn to a recombinant nucleic acid molecule,
said molecule comprising a first set ofDNA sequences that is capable, when
expressed in a host cell, of suppressing the endogenous expression of at least two
genes that are FAD2 and FAD3-1A genes, a second set of DNA sequences that is
capable, when expressed in a host cell, of increasing the endogenous expression

of at least one gene that is a beta-ketoacyl-ACP synthase IV gene, and further
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. comprising a third non-coding sequence that is capable, when expressed in a host
cell, of suppressing the endogenous expression of a FATB gene, classified in class
435, subclass 320.1.

LXXXI. Claims 51-54 and 57-58, drawn to a recombinant nucleic acid molecule,
said molecule comprising a first set of DNA sequences that is capable; when
expressed in a host cell, of suppressing the endogenous expression of at least two
genes that are FAD2 and FAD3-1A genes, a second set of DNA sequences that is
capable, when expressed in a host cell, of increasing the endogenous expression
of at least one gene that is a delta-9 desaturase gene, and further cémprising a
third non-coding sequence that is capable, when expressed in a host cell, of
suppressing the endogenous expression of a FATB gene, classified in class 435,
subclass 320.1.

LXXXII. Claims 53-55 and 57-58, drawn to a recombinant nucleic acid molecule,
said molecule comprising a first set of DNA sequences that is capable, when
expressed in a host cell, of suppressing the endogenous expression of at least two
genes that are FAD2 and FAD3 geneé, and a second set of DNA sequences that is
capable, when expressed in a host cell, of increasing the endogenous expression
of at least two genes that are a beta-ketoacyl-ACP synthase I gene and a beta-
ketoacyl-ACP synthase IV gene, classified in class 435, subclass 320.1.

LXXXIII. Claims 53-55 and 57-58, drawn to a recombinant nucleic acid molecule,
said molecule comprising a first set of DNA sequences that is capable, when

expressed in a host cell, of suppressing the endogenous expression of at least two
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genes that are FAD2 and FAD3 genes, and a second set of DNA sequences that is
capable, when expressed in a host cell, of increasing the endogenous expression
of at least two genes that are a beta-ketoacyl-ACP synthase I gene and a delta-9
desaturase gene, classified in class 435, subclass 320.1.

LXXXIV. Claims 53-55 and 57-58, drawn to a recombinant nucleic acid molecule,
said molecule comprising a first set of DNA sequences that is capable, when
expressed in a host cell, of suppressing the endogenous expression of at least two
genes that are FAD2 and FAD3 genes, and a second set of DNA sequences that is
capable, when expressed in a host cell, of increasing the endogenous expression
of at least two genes that are a beta-ketoacyl-ACP synthase IV gene and a delta-9
desaturase gene, classified in class 435, subclass 320.1.

LXXXV. Claims 53-55 and 57-58, drawn to a recombinant nucleic acid molecule,
said molecule comprising a first set of DNA sequences that is capable, when
expressed in a host cell, of suppressirig the endogenous expression of at least two
genes that are FAD?2 and FATB genes, and a second set of DNA sequences that is
capable, when expressed in a host cell, of increasing the endogenous expression
of at least two genes that are a beta-ketoacyl-ACP synthase I gene and a beta-

. ketoacyl-ACP synthase IV gene, classified in class 435, subclass 320.1.

LXXXVI. Claimsv 53-55 and 57-58, drawn to a recombinant nucleic acid molecule,
said molecule comprising a first set of DNA sequences that is capable, when
expressed in a host cell, of suppressing the endogenous expression of at least two

genes that are FAD2 and FATB genes, and a second set of DNA sequences that is
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_capable, when expressed in a host cell, of increasing the endogenous expression
of at least two genes that are a beta-ketoacyl-ACP synthase I gene and a delta-9
desaturase gene, classified in class 435, subclass 320.1.

LXXXVIL - Claims 53-55 and 57-58, drawn to a recombinant nucleic acid molecule,
said molecule comprising a first set of DNA sequences that is capable, when
expressed in a host cell, of suppressing the endogenous expression of at least two
genes that are FAD2 and FATB g.enes, and a second set of DNA sequences that is
capable, when expressed in a host cell, of increasing the endogenous expression
of at least two genes that are a beta-ketoacyl-ACP synthase IV gene and a delta-9
.desaturase gene, classified in class 435, subclass 320.1.

LXXXVIII. Claims 53-55 and 57-58, drawn to a recombinant nucleic acid molecule,
said molecule comprising a first set of DNA sequences that is capable, when
expressed in a host cell, of suppressing the endogenous expression of at least two
genes that are FATB and FAD3 genes, and a second set of DNA sequences that is
capable, when expressed in a host cell, of increasing the endogenous expression
of at least two genes that are a beta—kétoacyI-ACP synthase I gene and a beta-
ketoacyl-ACP synthase IV gene, classified in class 435, subclass 320.1.

LXXXIX. Claims 53-55 and 57-58, drawn to a recombinant nucleic acid molecule,
said molecule comprising a first set of DNA sequences that is capable, when
expressed in a host cell, of suppressing the endogenous expression of at least two
genes that are FATB and FAD3 genes, and a second set of DNA sequences that is

capable, when expressed in a host cell, of increasing the endogenous expression



Application/Control Number: 10/669,888 Page 23

Art Unit: 1638

XC.

XCL

XCII.

of at least two genes that are a beta-ketoacyl-ACP synthase I gene and a delta-9
desaturase gene, classified in class 435, subclass 320.1.

Claims 53-55 and 57-58, drawn to a recombinant nucleic acid molecule, said
molecule comprising a first set of DNA sequences that is capable, when expressed
in a host cell, of suppressing the endogenous expression of at least two genes that
are FATB and FAD3 genes, and a second set of DNA sequences that is capable,
when expressed in a host cell, of increasing the endogenous expression of at least
two genes that are a beta-ketoacyl-ACP synthase IV gene and a delta-9 desaturase
gene, classified in class 435, subclass 320.1.

Claims 53-54 and 56-58, drawn to a recombinant nucleic acid molecule, said
molecule comprising a first set of DNA sequences that is capable, when expressed
in a host cell, of suppressing the endogenous expression of at least two genes that
are FAD2 and FAD3 genes, and a second set of DNA sequences that is capable,
when expressed in a host cell, of increasing the endogenous expression of a beta-
ketoacyl-ACP synthase I gene, a beta-ketoacyl-ACP synthase IV gene, and a
delta-9 desaturase gene, classified in class 435, subclass 320.1.

Claims 53-54 and 56-58, drawn to a recombinant nucleic acid molecule, said
molecule comprising a first set of DNA sequences that is capable, when expressed
in a host cell, of suppressing the endogenous expression of at least two genes that
are FAD2 and FATB genes, and a second set of DNA sequences that is capable,

when expressed in a host cell, of increasing the endogenous expression of a beta-
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ketoacyl-ACP synthase I gene, a beta-ketoacyl-ACP synthase IV gene, and a
delta-9 desaturase gene, classified ‘in class 435, subclass 320.1.

Claims 53-54 and 56-58, drawn to a recombinant nucleic acid molecule, said
molecule comprising a first set of DNA sequences that is capable, when expressed
in a host cell, of suppressing the endogenous expression of at least two genes that
are FATB and FAD3 genes, and a second set of DNA sequences that is capable,
when expressed in a host cell, of increasing the endogenous expression of a beta-
ketoacyl-ACP synthase I gene, a beta-ketoacyl-ACP synthase IV gene,‘and a
delta-9 desaturase gene, classified in class 435, subclass 320.1.

Claims 59-66, drawn to a recombinant nucleic acid molecule, said molecule
comprising a first set of DNA sequences that is capable, when expréssed in a host
cell, of suﬁpressing the endogenous eXpression of at least two genes that are
FAD?2 and FAD3 genes, and a second set of DNA sequences that is capable, when
expressed in a host cell, of increasing the endogenous expression of at least one
gene that is a beta-ketoacyl-ACP synthase I gene, wherein said first set of DNA
sequences comprises a first non-codiﬁg sequence that expresses a first sequence
that exhibits at least 90% identity to a non-coding region of a FAD2 gene, a first
antisense sequence that expresses a first antisense RNA sequence capable of
forming a double-stranded RNA molecule with a first RNA sequence, a second
non-coding sequence that expresses a second RNA sequence that exhibits at least

90% identity to a non-coding region of a FAD3 gene, and a second antisense
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RNA capable of forming a double-stranded RNA molecule with a second RNA
sequence, classified in class 435, subclass 320.1.

Claims 59-66, drawn to a recombinant nucleic acid molecule, said molecule
comprising a first set of DNA sequences that is capable, when expressed in a host
cell, of suppressing the endogenous expression of at least two genes that are
FAD2 and FATB genes, and a second set of DNA sequences that is capable, when
expressed in a host cell, of increasing the endogenous expression of at least one
gene that is a beta-ketoacyl-ACP synthase IV gene, wherein said first set of DNA
sequences comprises a first non-coding sequence that expresses a first sequence
that exhibits at least 90% identity to a non-coding region of a FAD2 gene, a first
antisense sequence that expresses a first antisense RNA sequence capable of
forming a double-stranded RNA molecule with a first RNA sequence, a second
non-coding sequence that expresses a second RNA sequence that exhibits at least
90% identity to a non-coding region of a FAD3 gene, and a second antisense
RNA capable of forming a double-stranded RNA molecule with a second RNA
sequence, classified in class 435, subclass 320.1.

Claims 59-66, drawn to a recombinant nucleic acid molecule, said molecule
comprising a first set of DNA sequenées that is capable, when expressed in a host
cell, of suppressing the endogenous expression of at least two genes that are
FATB and FAD3 genes, and a second set of DNA sequences that is capable, when
expressed in a host cell, of increasing thelendo genous expression of at least one

gene that is a delta-9 desaturase gene, wherein said first set of DNA sequences
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comprises a first non-coding sequence that expresses a first sequence that exhibits
at least 90% identity to a non-coding region of a FAD2 gene, a first antisense
sequence that expresses a first antisense RNA sequence capable of forming a
double-stranded RNA molecule with a first RNA sequence, a second non-coding
sequence that expresses a second RNA sequence that exhibits at least 90%
identity to a non-coding region of a FAD3 gene, and a second antisense RNA
capable of forming a double-stranded RNA molecule with a second RNA
sequence, classified in class 435, subclass 320.1.

XCVIL Claim 67, drawn to a recombinant nucleic acid molecule of claim 59, said

" molecule comprising a first set of DNA sequences that is capable, when expressed

in a host cell, of suppressing the endogenous expression of at least two genes that
are FAD2 and FAD3 genes, and a second set of DNA sequences that is cai)able,
when expressed in a host cell, of increasing the endogenous expression.of at least
one gene that is a beta-ketoacyl-ACP synthase I gene, wherein said first set of
DNA sequences further comprises a third non-coding sequence that expresses a
third RNA sequence that exhibits at léasf 90% identity to a non-coding region of a
FAD3-1B gene, and a third antisense sequence that expresses a third antisense
RNA sequence capable of forming a double-stranded RNA molecule with the
third RNA sequence, classified in class 435, subclass 320.1.

XCVIIL Claim 67, drawn to a recombinant nucleic acid molecule of claim 59, said
molecule comprising a first set of DNA sequences that is capable, when expressed

in a host cell, of suppressing the endogenous expression of at least two genes that
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are FAD2 and FATB genes, and a second set of DNA sequences that is capable,
when expressed in a host cell, of increasing the endogenous expression of at least
one gene that is a beta-ketoacyl-ACP synthase IV gene, wherein said first set of
DNA sequences further comprises a third non-coding sequence that expresses a
third RNA sequence that exhibits at least 90% identity to a non-coding region of a
FAD3-1B gene, and a third antisense sequence that expresses a third antisense
RNA sequence capable of forming a double-stranded RNA molecule with the
third RNA sequence, classified in class 435, subclass 320.1.

Claim 67, drawn to a recombinant nucleic acid molecule of claim 59, said
molecule comprising a first set of DNA sequences that is capable, when expressed
in a host cell, of suppressing the endogenous expression of at least two genes that
are FATB and FAD3 genes, and a second set of DNA sequences that is capable,
when expressed in a host cell, of increasing the endogenous expression of at least .
one gene that is a delta-9 desaturase gene, wherein said first set of DNA
sequences further comprises a third non-coding sequence that expresses a third
RNA sequence that exhibits at least 90% identity to a non-coding region of a
FAD3-1B gene, and a third antisense sequence that expresses a third antisense
RNA sequence capable of forming a double-stranded RNA molecule with the
third RNA sequence, classified in class 435, subclass 320.1.

Claims 68-69, drawn to a recombinant nucleic acid molecule of claim 59, said
molecule comprising a first set of DNA sequences that is capable, when expressed

in a host cell, of suppressing the endogenous expression of at least two genes that
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are FAD2 and FAD3 genes, and a second set of DNA sequences that is capable,
when expressed in a host cell, of increasing the endogenous expression of at least
one gene that is a beta-ketoacyl-ACP synthase I gene, further comprising a third
non-coding sequence that is capable of expressing a third RNA sequence that
exhibits at least 90% identity to a non-coding region of a FATB gene, and a third
antisense sequence that is capable of expressing a third antisense RNA sequence
capable of forming a double-stranded RNA molecule with the third RNA
sequence, classified in class 435, subclass 320.1.

Claims 68-69, drawn to a recombinant nucleic acid molecule of claim 59, said
molecule comprising a first set of DNA sequences that is capable, when expressed
in a host cell, of suppressing the endogenous expression of at least two genes that
are FAD2 and FATB genes, and a second set of DNA sequences that is capable,
when expressed in a host cell, of increasing the endogenous expression of at least
one gene that is a beta-ketoacyl-ACP synthase IV gene, further comprising a third
non-coding sequence that is capable of expressing a third RNA sequence that
exhibits at least 90% identity to a noﬁ-coding region of a FATB gene, and a third
antisense sequence that is capable of expressing a third antisense RNA sequence |
capable of forming a double-stranded RNA molecule with the third RNA
sequence, classified in class 435, subclass 320.1.

Claims 68-69, drawn to a recombinant nucleic acid molecule of claim 59, said
molecule comprising a first set of DNA sequences that is capable, when expressed

in a host cell, of suppressing the endogenous expression of at least two genes that
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are FATB and FAD?3 genes, and a second set of DNA sequences that is capable,
when expressed in a host cell, of increasing the endogenous expression of at least
one gene that is a delta-9 desaturase gene, further comprising a third non-coding
sequence that is capable of expressing a third RNA sequence that exhibits at least
90% identity to a non-coding region of a FATB gene, and a third antisense
sequence that is capable of expressing a third antisense RNA sequence capable of
forming a double-stranded RNA molecule with the third RNA sequence,
classified in class 435, subclass 320.1.

Claims 70-72, drawn to a recombinant nucleic acid molecule, said molecule
comprising a first set of DNA sequenbes that is capable, when expressed in a host
cell, of suppressing the endogenous expression of a FAD2 gene and a FAD3 gene,
and a second set of DNA sequences that comprises a first coding sequence that is
capable of expressing a CP4 EPSPS gene, and a second coding sequence that is
capable, when expressed, of increasiﬁg the endogenous expression of a beta-
ketoacyl-ACP synthase I gene, classified in class 435, subclass 320.1.

Claims 70-72, drawn to a recombinant nucleic acid molecule, said molecule
comprising a first set of DNA sequences that is capable, when expressed in a host
cell, of suppressing the endogenous expression of a FAD2 gene and a FAD3 gene,
and a second set of DNA sequences that comprises a first coding sequence that is
capable of expressing a CP4 EPSPS gene, and a second coding sequence that is
capable, when expressed, of increasing the endogenous expression of a beta-

ketoacyl-ACP synthase IV gene, classified in class 435, subclass 320.1.
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CV. Claims 70-72, drawn to a recombinant nucleic acid molecule, said molecule
comprising a first set of DNA sequences that is capable, when expressed in a host
cell, of suppressing the endogenous expression of a FAD2 gene and a FAD3 gene,
and a second set of DNA sequences that comprises a first coding sequence that is
capable of expressing a CP4 EPSPS gene, and a second coding sequence that is
capable, when expressed, of increasing the endogenous expression of a delta-9
desaturase gene, classified in class 435, subclass 320.1. .

CVI. Claim 73, drawn to a nucleic acid molecule comprising a nucleic acid sequence,
classified in class 435, subclass 320.1.

CVIL. Claim 74, drawn to a nucleic acid molecule comprising a nucleic acid sequence,

classified in class 435, subclass 320.1.

For inventions LXXVI-LXXVIII above, restriction to a single FAD2-1A sequence, a single
FAD3-1A sequence and a single FAD3-1B sequence is also required under 35 USC 121.
Therefore, if any of inventions LXXVI-LXXVIII is elected, a single FAD2-1A sequence, a

single FAD3-1A sequence and a single FAD3-1B sequence must also be elected.

For inventions LXXIX-LXXXI and C-CII above, restriction to a single FATB sequence is also
required under 35 USC 121. Therefore, if any of inventions LXXIX-LXXXI and C-CII is

elected, a single FATB sequence must also be elected.
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For inventions XCIV-XCVI above, restriction to a single FAD2 sequence, a single FAD3
sequence, and a single spliceable intron sequence is also required under 35 USC 121. Therefore,
if any of inventions XCIV-XCVT is elected, a single FAD2 sequence, a single FAD3 sequence,

and a single spliceable intron sequence must also be elected.

For inventions LXXIX-LXXXI and C-CII above, restriction to a single FATB sequence is also
required under 35 USC 121. Therefore, if any of inventions LXXIX-LXXXI and C-CII is

elected, a single FATB sequence must also be elected.

For inventions CVI-CVII above, restriction to a single nucleic acid sequence is also required
under 35 USC 121. Therefore, if any of inventions CVI-CVII is elected, a single nucleic acid

sequence must also be elected.

Applicants are reminded that different nucleotide sequences are structurally distinct
chemical compounds and are unrelated to one another. These sequences are thus deemed to
normally constitute independent and distinct inventions within the meaning of 35 U.S.C. 121.
Absent evidence to the contrary, each such sequence is presumed to represent an independent
and distinct invention, subject to a restriction requirement pursuant to 35 U.S.C. 121 and 37 CFR
1.141 et seq. This requirement is not to be construed as a requirement for an election of species,
since each sequence is not a member of a single genus of invention, but constitutes an

independent and patentably distinct invention.
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Claim 1 link(s) inventions I-IX. Claim 10 link(s) inventions XXIX-XXX. Claim 22
link(s) inventions I-III. The restriction requirement between the linked inventions is subject to
the nonallowance of the linking claim(s), claims 1, 10 and 22. Upon the indication of
allowability of the linking claim(s), the restriction requirement as to the linked inventions shall
be withdrawn and any claim(s) depending from or otherwise requiring all the limitations of the
allowable linking claim(s) will be rejoined and fully examined for patentability in accordance
with 37 CFR 1.104 Ciaims that require all the limitations of an allowable linking claim will be
entered as a matter of right if the amendment is presented prior to final rejection or allowance,
whichever is earlier. Amendments submitted after final rejection are governed by 37 CFR 1.116;
amendments submitted after allowance are governed by 37 CFR 1.312.

Applicant(s) are advised that if any claim(s) including all the limitations of the allowable
linking claim(s) is/are presented in a continuation or divisional application, the claims of the
continuation or divisional application may be subject to provisional statutory and/or nonstatutory
double patenting rejections over the claims of the instant application. Where a restriction
requirement is withdrawn, the provisions of 35 U.S.C. 121 are no longer applicable. In re

Ziegler, 443 F.2d 1211, 1215, 170 USPQ 129, 131-32 (CCPA 1971). See also MPEP § 804.01.

The inventions are distinct, each from the other because of the following reasons:

Inventions I-LI and LXI-CVII are distinct inventions. The transgenic plants cells and
seed of inventions [-IX, XXVIII-XXX and XLIII-LI differ from one another in the type of
nucleic acid molecule they comprise and in their oil composition. The oils of inventions X-XVIII

and XXXI-XXXIII differ from one another in source and composition. The meals of inventions
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XIX-XXVII differ from one another in source and composition. The feedstocks of inventions
XXXIV-XLII differ from one another in source and composition. The nucleic acid molecules of
inventions LXI-CVII differ from one another in primary sequence, nature of components and
their arrangement, and in the function and/or mechanics of operation. The transgenic plants cells
and seed of inventions I-IX, XXVIII-XXX and XLIII-LI, oils of inventions X-XVIII and XXXI-
XXXI11I, meals of inventions XIX-XXVII, feedstocks of inventions XXXIV-XLII, and nucleic
acid molecules of inventions LXI-CVII differ from each another in structure, function, use and
classification.

Inventions LII-LX are distinci inventions. The methods of inventions LII-LX require the
use of different materials and result in the pr(;duction of different products.

Inventions X-XXVII and XXXI-XLII and inventions LII-LX are distinct inventions. The
methods of inventions LII-LX do not require the use of or result in the production of the products
of inventions X-XXVII and XXXI-XLII.

Inventions LII-LX and inventions I-IX, XXVIII-XXX and XLIII-LI are related as process
of making and product made. The inventions are distinct if either or both of the following can be
shown: (1) that the process as claimed can be used to make another and materially different
product or (2) that the product as claimed can be made by another and materially different
process (MPEP § 806.05(f)). In the instant case the transgenic plants cells and seed can be made
by another and materially different process, such as by cotransformation using individual
sequences on separate vectors, sequential transformation using individual sequences on separate
vectors, a single transformation using multiple sequences on a single vector, single

transformation using single sequences on single vectors followed by crossing transgenic plants,
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transgenic breeding, isolation of a transgenic cell from a transgenic plant, or regeneration of
transgenic cells obtained from a transgenic plant.

Inventions LXI-CVII and inventions LII-LX are related as product and process of use.
The inventions can be shown to be distinct if either or both of the following can be shown: (1)
the process for using the product as claimed can be practiced with another materially different
product or (2) the product as claimed can be used in a materially different process of using that
product. See MPEP § 806.05(h). In the instant case the nucleic acid molecules can be used in a
materially different process of using that product, such as a hybridization method.

Because these inventions are distinct for the reasons given above and have acquired a
separate status in the art as shown by their different classification, their recognized divergent
subject matter, and the requirement for different areas of search, restriction for examination
purposes as indicated is proper.

The examiner has required restriction between product and process claims. Where
applicant elects claims directed to the product, and a product claim is subsequently found
allowable, withdrawn process claims that depend from or otherwise include all the limitations of

| the allowable product claim will be rejoined in accordance with the provisions of MPEP §
821.04. Process claims that depend from or otherwise include all the limitations of the
patentable product will be entered as a matter of right if the amendment is presented prior to
final rejection or allowance, whichever is earlier. Amendments submitted after final rejection
are governed by 37 CFR 1.116; amendments submitted after allowance are governed by 37 CFR

1.312.
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In the event of rejoinder, the requirement for restriction between the product claims and
the rejoined process claims will be withdrawn, and the rejoined process claims will be fully
examined for patentability in accordance with 37 CFR 1.104. Thus, to be allowable, the rejoined
claims must meet all criteria for patentability including the requirements of 35 U.S.C. 101, 102,
103, and 112. Until an elected product claim is found allowable, an otherwise proper restriction
requirement between product claims and process claims may be maintained. Withdrawn process
claims that are not commensurate in scope with an allowed product claim will not be rejoined.
See “Guidance on Treatment of Product and Process Claims in light of In re Ochiai, In re
Brouwer and 35 U.S.C. § 103(b),” 1184 O.G. 86 (March 26, 1996). Additionally, in order to
retain the right to rejoinder in accordance with the above policy, Applicant is advised that the
process claims should be amended during prosecution either to maintain dependency on the
product claims or to otherwise include the limitations of the product claims. Failure to do so
may result in a loss of the right to rejoinder.

Further, note that the prohibition against double patenting rejections of 35 U.S.C. 121
does not apply where the restriction requirement is withdrawn by the examiner before the patent
issues. See MPEP § 804.01.

Applicant is advised that the reply to this requirement to be complete must include (i) an
election of a species or invention to be examined evén though the requirement be traversed (37
CFR 1.143) and (ii) identification of the claims encompassing the elected invention.

The election of an invention or species may be made with or without traverse. To reserve

a right to petition, the election must be made with traverse. If the reply does not distinctly and
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specifically point out supposed errors in the restriction requirement, the election shall be treated
as an election without traverse.

Should applicant traverse on .the ground that the inventions or species are not patentably
distinct, applicant should submit evidence or identify such evidence now of record showing the
inventioné or species to be obvious variants or clearly admit on the record that this is the case. In
eitﬁer instance, if the examiner finds one of the inventions unpatentable over the prior art,‘the
evidence or admission may be used in a rejection under 35 U.S.C.103(a) of the other invention.

Applicant is reminded that upon the cancellation of claims to a non-elected invention, the
* inventorship must be amended in compliance with 37 CFR 1.48(b) if one or more of the
currently named inventors is no longer an inventor of at least one claim remaining in the
application. Any amendment of inventorship must be accompanied by a request under 37 CFR
1.48(b) and by the fee required under 37 CFR 1.17(f).

'Any inquiry concerning this communication or earlier communications from the
examiner should be directed to Cynthia Collins whose telephone number is (571) 27'2-0794. The
examiner can normally be reached on Monday-Friday 8:45 AM -5:15 PM.

'If attempts to reach the examiner by telephoﬁe are unsuccessful, the examiner’s
supervisor, Anne Marie Grunberg can be reacl/led on (571) 272-0975. The fax phone number for

the organization where this application or proceeding is assigned is 571-273-8300.
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